Soluble extracts corresponding to 10 µl of culture were separated by PAGE, stained with Sypro-red and quantified by gel scanning with a typhoon scanner using BSA standards.
Soluble extracts corresponding to 10 µl of culture were separated by PAGE, stained with Sypro-red and quantified by gel scanning with a typhoon scanner using BSA standards. This study ery = erythromycin, sor = soraphen, epo = epothilone, gdm=geldanamycin, rif=rifamycin All donor modules have the docking domain of eryM2 at the C-terminus. All acceptor modules have the docking domain of eryM3 at the N-terminus. pAng contains a P BAD promoter, the CloCDF ori and a streptomycin resistance marker. pBru contains a P BAD promoter, the ColE1 ori and a carbenicilin resistance marker. TKLs yield fragment-rich, characteristic fragmentation patterns in their mass spectra. The mass spectrum of the authentic propionyl homolog shows a parent ion at m/z 171 and all the expected fragments. The mass spectrum of the butyryl-derived TKL 3 shows a parent ion at m/z 185, and fragmentation products that are 14 mass units larger than in the propionyl homolog, corresponding to charged fragments containing an additional methyl group. Fragments with masses at m/z 83 and 101 seen in both compounds are derived from loss of a fragment containing the propionyl or butyryl side chains.
